Genome Search

Introduction

Home > Find Genomes > Genome Search

Genome Search
Genome Search is another way to for selecting and browsing genomes in IMG.
Genomes can be searched via implicit attributes using the Quick Genome Search box at the top-

right corner of every IMG page, as shown in Figure 1. A detailed search of genomes can be
carried out using Genome Search on the second-level menu of Find Genomes.
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Figure 1: Genome Search: quick search, keyword field search, and metadata attribute search.

The result of Genome Search is a list of genomes, such as that shown in Figure 3 and Figure 5,
which can be examined individually, or selected and saved for reducing the genome context for
future analysis.

By Fields

Genome Search can use genome fields as search filter to find genomes, as shown in Figure 2.
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Find genomes by keyword or subsiring.

Keyword:
Filters: Genome Name hd

+ - _| Additional Output Columns
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Except for ‘exact” filters, all searches treat the keyword &s
3 substring (& word or part of 2 word).

The search should contain some alphanumearic characlers.

Use an underscore () as & sing's-character wildcard.

Examples

- "pzeudomonas” as Genome Name retrieves all genomes
with the substring “pszudomonas” such as
“P=eudomonas syringae B728a"

-"G2977" far NCBI Taxon ID retrieves "Acinetebacter sp.
AD1"

- "NC_008009, NC_008010, NZ_AAKWO1000001" as
Scaffold External Acczssion will retrieve genomes that
have scaffolds with those accession ID's.

-"arch” for Domain refreives all Archaea.

- "proten” for Phylum retrieves all proteobacteria.

- "finished” for Seguencing Status retrieves all finished

Use % to match zero or more characters. gENOMES.

All matches are case insensitive. -"draft” for Sequencirg Status retrieves all finished
geENOMmES.
- "JGI for Sequencing Center retrieves all genomes.
sequenced at JGL.
-"2.0" for MG Release retrieves all genomes with IMG
release 2.0

Figure 2: Genome Search by Fields

Searchable fields are available in the pull-down filter list, including "Genome Name," "NCBI
Taxon ID", “RefSeq Project ID”, “GenBank Project ID”, “Scaffold External Accession”, “Taxon
Object ID", “Domain,” “Phylum”, "Sequencing Status", "Sequencing Center", "Funding
Agency", “IMG release” and “All field names™”’.

The “All field names*” is aka ‘Quick Genome Search’. In addition to searches on genome name,
taxonomy ranks, certain attributes and various IDs, it also covers area such as “RefSeq Project
ID”, “GenBank Project ID”, “Is Public”, “IMG Release”, “IMG Product Assignment”, “Gold ID
in IMG Database” and “Add Date” (in format: yyyy-mm-dd).

Keywords or substrings are used to search names and descriptions. 1D values should be exact.
As an example, in order to perform a general search of all genomes added in a particular IMG
release, such as 1.2, select the “IMG Release” filter, type “1.2” in the keyword box, and click on
the “Go” button. To view all genomes sequenced at JGI, select “Sequencing Center” filter, type
“JGI” in the keyword box, and click on the “Go” button.

As shown in Figure 3, the result page now displays “Domain” and “Genome Completion” as
default. In addition, through the selection in search page, the result can display a variety of
“Additional Output Columns”:

1. Taxon Object ID; NCBI Taxon ID; RefSeq Project ID; GenBank Project 1D

2. Phylum; Class; Order; Family; Genus; Species; Strain



3. Sequencing Center; Funding Agency

4. Add Date; Is Public

5. IMG Submission ID; IMG Release; IMG Product Assignment; GOLD ID in IMG Database
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Figure 3: Example of Genome Search by Fields and results.

By Metadata

Genome Search also can use metadata attributes as search filter to find genomes, as shown in

Figure 4.




Genome Search

ey Py
Loe MElagny

Sesect calegony Search vakes

Catsgory Legical dperalar

(07 FNa-CANSZEry AN |

2a &
Expand Al Solapue A1 (B0 e cabagery s -

+ _ Bwolic RelaBionzhips
+ | Body 56e

4 |_ Body Sutsile

+ _ Cell Arrangeiment

4 [ Coll Shaps

+ _ Diseases

+ _ Energy Sowroe

+ [ Esoxystam

+ |_ Bcosyalem Categary
+ _ Ecosystem Type

4 _ Dsosysiem Subiype
+ _ Epecific Ecosystem
& _ Gram Staindng

+ _ Host Hame or
+ | Matiity

+ _ Metsbalsm

4 _ Chiygan Bequiremant o
+ _ Phanotype

+ _ Rlevanoe

4 [ Eainey

+ [ Sparulation

+ _ Temperature Range

Wckyde cansgory dala in the resul sy Csiow

Max rumbes of retzmed smarch resut 1 -

e ]

Figure 4: Genome Search by Metadata.

Genomes also can be searched using specific metadata values. Each metadata category is
displayed as one tree. User can click-open the tree, or use provided buttons to expand or
collapse all trees.

Select one or more values for each metadata category. Metadata categories without a selected
value will be ignored in the search. A logical "OR" is used when searching multiple values



selected for a single metadata category (intra-category). A logical "AND™" is used when searching
for values across multiple metadata categories (inter-category). Once the selection is completed,
click on the “Go” button to see the search results, as illustrated in Figure 3(ii), which shows the
result of searching for genomes with “Blood” or “Bone” in “Body Site”.
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Figure 5: Example of Genome Search by Metadata and results.




