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Find Functions: Enzyme

From the Find Functions top-level menu, the Enzyme option on the second-level menu leads to the
Enzymes browser, as shown in Figure 1(i). This window lists all enzymes loaded in IMG together with
pre-computed statistics.
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Figure 1. Enzymes.

Users can select a subset of enzymes to be added to the Function Cart or Workspace for further analysis.
Clicking on an enzyme ID will lead to the Enzyme definition page in KEGG (e.g.,
http://www.genome.jp/dbget-bin/www_bget?EC:1.1.1.10).

Clicking a genome count will lead to a list of genomes with genes annotated with this enzyme (Figure
1(iii)). Genomes can be selected to be added to the Genome Cart or to the Workspace for further
analysis. Clicking on the gene count to view the actual genes.



